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Network Pharmacology—based Study on the Active Components and Pharmacological Mechanism of Arisaema Het-
erophyllum Rhizoma

Zhang Chuyu', Zhang Xuan’, Wu Tong', Liao Shixue'

Zhejiang Pharmaceutical University', Ningho315500, Zhejiang Province, China

Guangxi Universily for Nationalities’, Nanning530008, Guangxi Zhuang Autonomous Region, China

Abstract Objective: To study the active components and pharmacological mechanism of Arisaema heterophyllum Rhizoma (Tian
Nan xing) based on network pharmacology approach. Methods: The active ingredients, targets, and diseases of Tennessee were
screened by searching TCMSP, UniProt, and String databases, and the Kyoto Encyclopedia of Genes and Genomes (KEGG) and
Gene Ontology (GO) enrichment analyses were carried out by using the DAVID database, and then the "Ingredient—Target—Dis-
ease" network and protein interaction network were constructed by Cytoscape software. " Network and protein interaction network
by Cytoscape software. Results: Six active components and 57 targets of Amanita muscaria were screened, 69 entries were obtained
by GO enrichment analysis, and 47 signaling pathways were obtained by KEGG. Conclusion: The main active ingredients, targets,
biological processes and signaling pathways of Arisaema heterophyllum Rhizoma (Tian Nan xing) were initially investigated by the
network pharmacology method, and the complete process of "TCM herbs—ingredient—target—pathway" was formed, which provides
a new direction for further exploration of the pharmacological mechanism of Arisaema heterophyllum Rhizoma (Tian Nan xing).
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